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Figa 

SEQ ID NO: 1 

CACGAGGCCATGGCGAGCGGCGAGCATTCCCCCGGCAGCGCGCGGCCC 
GGCGGCCGCTGCACTCCGCGCAGGCTGCGGCCGCTGCACTCCGCGCAG 
GCTGTGGACGTGGCCTCGGCCTCCAACTTCCGGGCCTTTGAGCTGCTG 
CACTTGCACCTGGACCTGCGGGCTGAGTTCGGGCCTCCAGGGCCCGGC 
GCAGGGAGCCGGGGGCTGAGCGGCACCGCGGTCCTGGACCTGCGCTGC 
CTGGAGCCCGAGGGCGCCGCCGAGCTGCGGCTGGACTCGCACCCGTGC 
CTGGAGGTGACGGCGGCGGCGCTGCGGCGGGAGCGGCCCGGCTCGGAG 
GAGCCGCCTGCGGAGCCCGTGAGCTTCTACACGCAGCCCTTCTCGCAC 
TATGGCCAGGCCCTGTGCGTGTCCTTCCCGCAGCCCTGCCGCGCCGCC 
GAGCGCCTCCAGGTGCTGCTCACCTACCGCGTCGGGGAGGGACCCCGG 
GTTTGCTGGGTGGCTCCCGAGCAGACAGCAGGAAAGAAGAAGCCCTTC 
GTGT AC ACC CAGGGCCAGGCTGT CCTAAACCGGG CCTT CTT CC CTTGC 
TTCGACACGCCTGCTGTTAAATACAAGTATTCAGCTCTTATTGAGGTC 
CCAGATGGCTTCACAGCTGTGATGAGTGCAAGACCTGGGGAGAAGAGA 
GGTCCAAATAAGTTCTTCTTCCAGATGTGTCAGCCCATCCCCTCCTAT 
CTGATAGCTTTGGCCATCGGAGATCTGGTTTCGGCTGAAGTTGGACCC 
AGGAGCCGGGTGTGGGCTGAGCCCTGCCTGATTGATGCTGCCAAGGAG 
TACAACGGGGTGATAGAAGAA.TTTTTGGCAACAGGAGAGAAGCTTTTT 
GGACCTTATGTTTGGGGAAGGTATGACTTGCTCTTCATGCCACCGTCC 
TTTCCATTTGGAGGAATGGAGAACCCTTGTCTGACCTTTGTCACCCCC 
TGCCTGCTAGCTGGGGACCGCTCCTTGGCAGATGTCATCATCCATGAG 
ATCTCCCACAGTTGGTTTGGGAACCTGGTCACCAACGCCAACTGGGGT 
GAATTCTGGCTCAATGAAGGTTTCACCATGTACGCCCAGAGGAGGATC 
TCCACCATCCTCTTTGGCGCTGCGTACACCTGCTTGGAGGCTGCAACG 
GGGCGGGCTCTGCTGCGTCAACACATGGACATCACTGGAGAGGAAAAC 
CCACT CAACAAG CT CCG CGTGAAGATTGAACCAGGCGTTGACCCGG AC 
GACACCTATAATGAGACCCCCTACGAGAAAGGTTTCTGCTTTGTCTCA 
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TACCTGGCCCACTTGGTGGGTGATCAGGATCAGTTTGACAGTTTTCTC 
AAGGCCTATGTGCATGAATTCAAATTCCGAAGCATCTTAGCCGATGAC 
TTTCTGGACTTCTACTTGGAATATTTCCCTGAGCTTAAGAAAAAGAGA 
GTGGATATCATTCCAGGTTTTGAGTTTGATCGATGGCTGAATACCCCC 
GGCTGGCCCCCGTACCTCCCTGATCTCTCCCCTGGGGACTCACTCATG 
AAGCCTGCTGAAGAGCTAGCCCAACTGTGGGCAGCCGAGGAGCTGGAC 
ATGAAGGCCATTGAAGCCGTGGCCATCTCTCCCTGGAAGACCTACCAG 
CTGGTCTACTTCCTGGATAAGATCCTCCAGAAATCCCCTCTCCCTCCT 
GGGAATGTGAAAAAACTTGGAGACACATACC CAAGTAT CTCAAATGC C 
CGGAATGCAGAGCTCCGGCTGCGATGGGGCCAAATCGTCCTTAAGAAC 
GACCACCAGGAAGATTTCTGGAAAGTGAAGGAGTTCCTGCATAACCAG 
GGGAAGCAGAAGTATACACTTCCGCTGTACCACGCAATGATGGGTGGC 
AGTGAGGTGGCCCAGACCCTCGCCAAGGAGACTTTTGCATCCACCGCC 
TCCCAGCTCCACAGCAATGTTGTCAACTATGTCCAGCAGATCGTGGCA 
CCCAAGGGCAGTTAGAGGCTCGTGTGCATGGCCCCTGCCTCTTCAGGC 
TCTCCAGGCTTTCAGAATAATTGTTTGTTCCCAAATTCCTGTTCCCTG 
ATCAACTTCCTGGAGTTTATATCCCCTCAGGATAATCTATTCTCTAGC 
TT AGGT AT CTGTGACT CTTGGGC CT CTGCTCTGGTGGGAACTTACTT C 
TCTATAGCCCACTGAGCCCCGAGACAGAGAACCTGCCCACAGCTCTCC 
CCGCTACAGGCTGCAGGCACGCAGGGCAGCGGGTATTCTCCTCCCACC 
TAAGTCTCTGGGAAGAAGTGGAGAGGACTGATGCTCTTCTTTTTTCTC 
TTTCTGTCCTTTTTCTTGCTGATTTATGCAAAGGGCTGGCATTCTGAT 
GCTTTTCAGGTTTAATCCTTATTTTAATAAAGTTTTCAAGCAAAAAAA 
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Fie.2 

SEQIDNO:2 

MPPSFPFGGMENPCLTFVTPCLLAGDRSLADVIIHEISHSWFGNLVTN 
ANWGEFWLNEGFTMYAQRRI STI LFGAAYTCLEAATGRALLRQHMDI T 
GEENPLNKLRVKIEPGVDPDDTYNETPYEKGFCFVSYLAHLVGDQDQF 
DSFLKAYVHEFKFRSILADDFLDFYLEYFPELKKKRVDI IPGFEFDRW 
LNT PGW P P YL PDL S PGD S LMKPAE E LAQ LWAAEE LDMKA I E AVAI S P W 
KTYQLVYFLDKILQKSPLPPGNVKKLGDTYPSISNARNAELRLRWGQI 
VLKNDHQEDFWKVKEFLHNQGKQKYTLPLYHAMMGGSEVAQTLAKETF 
ASTASQLHSNWNYVQQ I VAPKGS 

SEQ ID NO: 3 

5 1 -GAAGATTGAACCAGGCGTTGA- 3 1 
SEQ ID NO: 4 

5 1 - GGTATGAGACAAAGCAGAAACCTTT - 3 ' 
Fi£^5 

SEQ D3 NO: 5 

5 1 - CCGGACGACACCTATAATGAGACCCCCTAC- 3 ' 



